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| am a breeder/quantitative geneticists with more than 20 years of experience in
breeding, statistical analysis and genetic improvement consulting. Currently 1 am an
Assistant Professor at the University of Florida, USA, and | have worked with many
breeding programs that apply traditional and molecular tools with support on
quantitative analyses, with the aim of defining breeding strategies to optimize and
accelerate the release of outstanding genotypes.

My experience with severalagricultural, forestry and animal public and private
breeding programs also includes optimization of resources for design and analysis of
breeding experiments, develop pipelines for molecular analyses and its implementation
(e.g. QTL, GWAS and Genomic Selection), and directly manage and train staff and
scientist to perform breeding activities on a routine basis. My research work, while
affiliated to universities or research institutes, has focused in linear mixed models and
its applications to genetics and breeding particularly on developing algorithm and
analytical solutions to quantitative genetics.

Overall, with my quantitative skills I amable to analyze, exploit and interpret complex
data that is required for an array of decisions in different fields, including agronomy,
aquaculture, entomology and medical sciences,among some areas. Overall, | am
always looking for optimization challenges that have direct application for operational
commercial decisions.

Breeding strategies

Quantitative genetics

Mixed models and design of experiments
Statistical and numerical methods

Animal: Atlantic Salmon, Coho Salmon, Oyster, Pig, Clams, Cattle, Human
Plant: Sugarcane, Cocoa, Bean, Corn, Strawberry, Blueberry, Rubber, Grape,
Peanut, Pine, Eucalyptus, Poplar, Willow, Rice, Turfgrass

Ph.D. majoring in Statistics and Genetics. University of Florida (2001-2005). Thesis
title: Optimal design and analysis of clonal forestry trials using simulated data.

Assistant Professor of Quantitative Genetics/Biometrics. School of Forest Resources
and Conservation (SFRC), University of Florida, Institute of Food and Agricultural
Sciences (IFAS), Gainesville, Florida (June 2011 — present).

Consultant Statistician/Quantitative Geneticist (July 2010 — present).

Visiting Scientist at Rothamsted Research, Harpenden, United Kingdom (July 2010 —
June 2011).

Statistician/Quantitative Geneticist at VSN International (ASReml — GenStat). Hemel
Hempstead, United Kingdom (January 2011 — June 2011).

Lecturer, Department of Statistics, College of Agricultural and Life Sciences, IFAS,
University of Florida, USA. (Sept. 2008 — June 2010).
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Teaching (as single instructor):

o Assistant Professor at SFRC, University of Florida. Teaching Forest Mensuration (FOR 3430C) for
undergraduate students, Introduction to Quantitative Genetics (PCB 6555) and Introduction to Linear Mixed
Models (FOR 6934) both oriented towards graduate students.

e Lecturer at IFAS-Statistics, University of Florida, USA. Courses oriented to non-statistical major graduate
level Master and Ph.D. students including Statistical Methods in Research | and Il (STA6166 and
STAG6167). (Sep 2008 — June 2010).

¢ Instructor at Rothamsted Research, Harpenden, United Kigdom. Several short courses oriented to scientist
and Ph.D. students such as: Introduction to Regression, Basic statistics and introduction to GenStat,
Generation of Experimental Designs with CycDesigN and The Design and Analysis of Simple Experiments.
(Jan 2006 — August 2008).

Workshops (as single instructor):

e Analysis of Breeding Trials using ASReml (with emphasis on Breeding Trials). Offered 12 times from 2009
to 2018, in: USA (6), Canada (1), Brazil (2), Chile (3), Argentina (1), Germany (2), France (1).

e Linear models for plant scientist with ASReml-R. American Society of Agronomy Workshop. Florida,
USA. October 2017.

e Linear mixed modes applied to the agricultural research using the R software Workshop (In Spanish).
Temuco, Chile. November 2017.

e Implementing genomic selection in plant breeding programs. American Society of Agronomy Workshop.
Arizona, USA. November 2016.

¢ Introduction to Statistical Techniques for Biological Scientists with R. Offered in 2013 in Brazil (1) and
Chile (1).

e Designing Experiments for Biological Studies using CycDesigN. Offered from 2007-2014 in: USA (2), UK
D).
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Plant Biotechnology Journal 7:401-410

Cuzick, A., Lee,S. Gezan, S., and Hammond-Kosack K. 2008. NPR1 and EDS11 contribute to host resistance
against Fusarium culmorum in Arabidopsis buds and flowers. Molecular Plant Pathology 9:697-704

Gezan, S.A., Macalpine, W., Shield, 1., and Welham, S. 2008. Controlling for competition in neighbouring field
plots in a willow (Salix spp.) trial. Biomass and Energy Crops Il1: Aspects of Applied Biology 90:181-187.

Gezan, S., and Riche, A. 2008. Over-winter yield decline in Switchgrass and Miscanthus. Biomass and Energy
Crops I11: Aspects of Applied Biology 90:219-223.



Riche, A.,Gezan, S., and Yates, N. 2008. Anempirical model for Switchgrass to predict yield from site and
climatic variables. Aspects of Applied Biology 90, Biomass and Energy Crops Il1. pp. 213.218

Richter, G.M., Riche, A., Dailey, A.G., Gezan, S., and Powlson, D.S. 2008. Is UK biofuel supply from
Miscanthus water-limited? Soil Use and Management 24:235-245

Bayram, A., Gultekin, A., Bruce, T., and Gezan, S.A. 2007. Factors associated with mortality of the over
wintering generation of Sesamia nonagrioides under field conditions. Phytoparasitica 35:490-506

Gezan, S.A., Ortega, A., and Andenmatten, E. 2007. Diagramas de manejo de densidad para renovales de roble,
rauli y coigile en Chile [Stocking management charts for roble, rauli and coiglie second growth forests in
Chile]. Bosque 28:97-105 (In Spanish)

Gezan, S.A., Huber, D.A.,and White, T.L. 2006. Post-hoc blocking to improve breeding value prediction.
Canadian Journal of Forest Research 36:2141-2147

Gezan, S.A., White, T.L.,and Huber, D.A. 2006. Comparison of experimental designs for clonal forestry using
simulated data. Forest Science 52:108-116

Gezan, S.A., White, T.L.,and Huber, D.A. 2006. Achieving higher heritabilities through improved design and
analysis of clonal trials. Canadian Journal of Forest Research 36:2148-2156

Ortega, A., and Gezan, S. 1998. Cuantificacion de crecimiento y proyeccion de calidad en Nothofagus [Growth
quantification and quality projection in Nothofagus]. Bosque 19:123-126 (In Spanish)

(In press)

Gezan, S.A., and Carvalho, M.P (In press). Analysis of repeated measures for the biological and agricultural
sciences. Book Chapter. In: Applied Statistics in Agricultural, Biological, and Environmental Sciences.
Glaz, B., and Yeater, K.M. (eds.). American Society of Agronomy, Crop Science Society of America, and
Soil Science Society of America, Inc.

Bracho, R., McElligott, K., Kane, M., Noormets, A., Seiler, J., Strahm, B., Meek, C., Will, R., Lin, W.,
Samuelson, L., Teskey, R., Yang, Y., Vogel, J., Jokela, E., Martin, T., Fox, T., Gezan, S., Markewitz, D.,
Akers, M., Cucinella, J., Gonzalez-Benecke, C., and Laviner, M. (In press) Carbon sequestration in
loblolly pine plantations is increased by fertilization across a moisture availability gradient. Forest Ecology
and Management.

Tseng, Y.-C., Tillman, B., Gezan, S., Wang, J.,and Rowland, D.L. (In press). Heritability of spotted wilt
resistance in a Florida-EP+y ‘113’ derived peanut population. Plant Breeding.

(Books)

Welham, S., Gezan, S., Clark, S., and Mead, A. 2014. Statistical Methods in Biology: Design and Analysis of
Experiments and Regression. Chapman and Hall/CRC. 608p.

(Book Chapters)

Stringer, J.K., Atkin, F.C., and Gezan, S.A. 2017. Statistical Approaches in Plant Breeding: Maximising the Use
of the Genetic Information. Book Chapter. In: Genetic Improvement of Tropical Crops. Campos, H.,and
Caligari (eds.). Springer. 3-17.

Lectures Presented at Professional Conferences (since 2012):

Gezan, S.A. Integrating genomic selection into a strawberry breeding program. XXI Simposio Internacional de
Atualizacao em Genetica e Melhoramento de Plantas: Genetica Quantitative e suas Interfaces no
Melhoramento. University of Lavras, Lavras, Brazil. November 8-10, 2017 (Invited speaker)

Gezan, S.A. Linear models for plant scientist with ASReml-R. American Society of Agronomy Workshop.
Tampa, FL. October 23, 2017 (Organizer and Presenter)

Gezan, S.A., Osorio, L.F., Verma, S., and Whitaker, V. Potential impacts of the use of genomic selection in
strawberry. RosBREED 2017 Participant Meeting. Lansing, MI. March 7-9, 2017 (Contributed speaker)

Gezan, S.A. Extending genome-wide association studies (GWAS) to multi-environment trial analyses. North

American Quantitative Genetics Meeting. Melbourne, FL. June 19, 2017 (Organizer and Presenter)



Gezan, S.A., Weeks, E.N.I., Vann, J.A., and Sayler, K. Utilizing genotyping data to increase understanding of
white tailed deer genetics, pathogen transmission, and beyond! Cervidae Health Research Initiative 1°
Annual Science Symposium. Gainesville, FL. March 28, 2017 (Contributed poster)

Gezan, S.A. Genetic improvement for blueberry flavor using biochemical, sensory, and genotype-by-
environment analyses. 6th International Workshop in Advances in Science and Technology of
Bioresources. Universidad de la Frontera, Pucon, Chile. November 29-30, 2017 (Invited speaker)

Gezan, S.A. Curso: Modelos mixtos aplicados a la investigacion agropecuaria usando software R [Linear mixed
modes applied to the agricultural research using the R softwareWorkshop]. INIA Carillanca, Temuco,
Chile. November 27, 2017 (Organizer and Presenter)

Gezan, S.A. Incorporando seleccion genomica enin programa de mejoramiento genetico de frutilla. [Integrating
genomic selection into a strawberry breeding program]. INIA Quilamapy. Chillan, Chile, November 22,
2017 (Invited speaker)

Gezan, S.A. Optimizacion del disefio y analisis de experimentos para el mejoramiento genético [Optimization
of the design and analysis of experiments for genetic improvement]. INIA Quilamapy. Chillan, Chile,
August 10, 2016 (Invited speaker)

Gezan, S.A. Explorando la implementacion de la seleccién gendémica [Exploring the implementation of
genomic selection]. INIA Quilamapy. Chillan, Chile, August 10, 2016 (Invited speaker)

Gezan, S.A. Implementing genomic selection in plant breeding programs. American Society of Agronomy
Workshop. Phoenix, AR. November 7, 2016 (Organizer and Presenter)

Gezan, S.A. and Swift, B. Selective breeding programs for aquaculture in British Columbia, Canada. Fish
Breeders’s Round Table 2016. Tromso, Norway. June 13-15, 2016 (Presenter)

Gezan, S.A. Bringing genotypic data closer to phenotypic data in crop modelling. Gene-based Crop Modeling
Workshop organized by IRRI. University of Florida, Gainesville, FL. November 1-3, 2016 (Invited
speaker)

Gezan, S.A. and Nazarian, A. Integrating non-additive genomic relationship matrices into the study of genetic
architecture of complex traits. 2015 ASA, CSSA, and SSA Annual Meeting in Minneapolis, MN. Nov 14-
19, 2015 (Contributed speaker)

Gezan, S.A. Experimental designs for plant scientists. NSF Workshop: Merging Crop Modelling and Genetics.
Gainesville, FL. July 19-25, 2015 (Organizer and Presenter)

Gezan, S.A. Analysis of designs with complex structure. NSF Workshop: Merging Crop Modelling and
Genetics. Gainesville, FL. July 19-25, 2015 (Organizer and Presenter)

Gezan, S.A. Linear mixed models. NSF Workshop: Merging Crop Modelling and Genetics. Gainesville, FL.
July 19-25, 2015 (Organizer and Presenter)

Gezan, S.A. Introduction to quantitative genetics. NSF Workshop: Merging Crop Modelling and Genetics.
Gainesville, FL. July 19-25, 2015 (Organizer and Presenter)

Gezan, S.A. Detecting QTLXE and incorporating environmental predictors. NSF Workshop: Merging Crop
Modelling and Genetics. GNV, FL. July 19-25, 2015 (Organ. and Presenter)

Gezan, S.A. ASReml-R: Analysis of breeding trials. American Society of Agronomy Workshop. Minnesota,
MN. November 14, 2015 (Organizer and Presenter)

Gezan, S.A. Introduction to genomic selection in ASReml. North American Quantitative Genetics Meeting.

Clemson University, Conference Center, Clemson, SC. June 10, 2013 (Organizer and Presenter)

Gezan, S.A. Applications of mixed models in forest growth modelling and breeding value prediction. Instituto
Florestal de Sdo Paulo (IFSP). Sdo Paulo, Brazil. August 28, 2013 (Invited speaker)
Gezan, S.A. Dealing with a binary trait in biological studies. Invited Speaker. CIRAD. Montpellier, France.
December 20, 2012 (Invited speaker)
Gezan, S.A. Exploiting mixed model methodology to combine different sources of information. CIRAD.
Montpellier, France. December 20,2012 (Invited speaker)
Gezan, S., Quesada, T., and Davis, J. Understanding rust data? Dealing with a binary trait. IEG-40 Meeting.
Ashville, NC. June 13-15, 2012 (Invited speaker)
Gezan, S.A., and Carvalho, M. Modelling and predicting inter-tree competition among different slash families.
SOMENS (Southern Mensurationists) 2012 Annual Meeting. Jacksonville, FL. October 7-9, 2012
(Contributed speaker)



Graduate Committe:

Journal Editor:

Journals Reviewed:

Computer Skills:
Language Proficiency:

Professional Affiliations:

Gainesville, May 2018

Chair Ph.D. (2 students), Chair Master (4),
Member Ph.D. (25), Member Master (5)

Agronomy Journal (Associate Editor, Biometrics Section) (June 2015- June
2017)

Chilean Journal of Agricultural Research (Associate Editor) (Nov. 2017-
present)

Agronomy Journal, BMC Genomics, Canadian Journal of Forest Research,
Computers and Electronics in Agriculture, Conservation Genetics, Crop
Breeding and Applied Biotechnology, Euphytica, Forest Ecosystems, Forests,
Forest Science, Genetics, Heredity, IAWA, JABES, Scientia Agricola,
Theoretical & Applied Genetics, Tree Genetics & Genomes

ASReml, SAS, R, GenStat, Systat, CycDesigN, MatLab, Visual Basic, Fortran
Spanish (native language), English (fluent speaking, reading, writing)
American Society of Agronomy (ASA)

American Statistical Association (ASA)
Royal Statistical Society (RSS)

E-mail: forestats.sg@gmail.com
Personal Webpage: http://www.biostatsgen.com/
Research Gate: https//www.researchgate.net/profile/Salvador Gezan

Linkedin: https//www.linkedin.com/in/salvador-gezan-54768ala
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